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Karyotype апа АПогуте Analyses оѓ Three Populations 
of Erigeron breviscapus from Yunnan 


FENG Ding-Xia'[] CHEN Во! DANG Cheng-Lin?[] WANG Cong-Yun? 
0 1 South-West Forestry College] Kunming 6500240 Спа] 2 Institute оў Ecology апа Geobotany[] 
Yunnan University] Kunming 6500910 China 


Арчтас ] In this paper[] the population genetic structure of Erigeron breviscapus in three population of 
Yunnan was studied by the karyotype analysis and allozyme analysis. Lijiang[] Kunming and Qiubei popula- 
tions were sampled. Karyotype analysis indicated that all the three populations are diplontid] 2n = 2x = 
180. The karyotype formula of Lijiang population 18 2n = 2x = 18 = ба + 10sm[] 2SAT [+ 2st. Ten al- 
lozyme analyses show that[] the genetic variation exists within the populations. The genetic identities in the 
three populations are very hig] Z = 0.9172[[] and the genetic distances are very smal[] D = 0.08760. 
The genetic distances are positively related to the spatial distances. 


Key words[] Erigeron breviscapus|] Karyotype[] АПолуте[ Population genetic structure 
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Table 1 Origin of materials 
ПП 000 ПП ПП ПП А 0000 
population localities longtitude latitude altitude voucher 
Lijiang Yulongxueshan 100°15' 27° 2700 grassland FDX014 
Kunming Xishan 102°38/ 24°58' 2100 grass оре Pinus yunnanensis woods _ 20Х057 
Qiubei Xindian 104°10' 24° 5' 1700 grass зоре Pinus yunnanensis woods FDX109P 
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Table 2 Ви бег system used іп electrophoresis 


Мо. gel buffer 


electrode buffer 




















1 0.02 mol/L L-histdine mono HCL pH7.0 


R 0.009mol/L Ти] 0.005mol/L L-histdine mono НСІП pH8.0 
Buffer system 100 O O 0 19961) Buffer system RO O 0 0 199900 


Оз 000000000 


Table 3 Тһе enzyme system and buffer system 


Enzyme system 


000 Abbreviation 


0.4 mol/L Citric acid[] trisodium] salt] pH7.0 
0.04mol/L Тнв 0. 105mol/L Citric acid] pH8.0 


00000 Buffer system 





000 Aspartase aminotransferase 
00 ЗА таг dehydrogenase 


00 Malate dehydrogenase 

000 Isocitrate dehydrogenase 

-000000000 Phosphogluconate dehydrogenase 
0000000 Phosphoglucomutase 

0000000 Phosphoglucoisomerase 

6-П ПП ПП ПП 0 Glucose-6-phosphate dehydrogenase 

з- 00000000 Суегаећудее-3-рћозрћае dehydrogenase 
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Fig. 1 Те somatic chromosomes and karyotype in miotic 02 000000000600 


metaphase in the Erigeron breviscapus population from Lijiang Fig. 2 Idiograms of Erigeron breviscapus 





population from Lijiang 
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Fig. 3 Electrophoresis bands of ten allozyme of Erigeron breviscapus 
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Table 5 Enzyme locus number and the аПејз' frequency 


000000 frequency/% 








000 locus Qiubei Lijiang Kunming 
Mdh а = 100 а = 100 а = 100 
Ме а = 100 а = 100 а = 100 
Свра а= 100 а= 100 а = 100 
Сара а = 100 а = 100 а = 100 
Pgd a= 100 а= 100 а= 100 
Idh а = 100 а = 100 а = 100 
Aat-1 a=100 а = 100 а = 100 
Aat-2 а = 100 а = 100 а = 100 
Ра а = 36.670 = 63.33 а= 950] = 5 а= 50 = 95 
Skd а = 40.625 b = 59.375 а= 17.50] = 82.5 а= 72.50 = 27.5 
Рет а= 21.88 b = 59.380 с = 15.63 а = 30.560 = 19.441 c = 50 а= 22.5] b = 47.50 с = 30 
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Table 6 Genetic diversity index of Erigeron 


breviscapus in the three рори 





Lijiang Kunming Qiubei 


ations 


00000000000000 0 8Ш 
ПОООООООООООООООООООО 


ШПППШПШППППППППППШПППШППППППП 


Меап 





Р/% 27.27 27.27 27.27 
А 1.36 1.36 1.36 
Ае 1.29 1.19 1.23 
Не 0.138 0.100 0.102 
Но 0.121 0.091 0.064 
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Table 7 Genetic diversity of Erigeron breviscapus 


in three populations at three polymorphic loci 


Hs Dsr Gsr 


Locus Hyr 





Pgi -1 0.4961 
Skd – 1 0.4917 
Рет – 1 0.6586 
mean 0.5488 


0.2182 0.2779 0.5602 
0.3900 0.1017 0.2068 
0.6109 0.0477 0.0724 
0.4064 0.1424 0.2798 
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Table 8 Genetic similarity and distance of three Erigeron 


breviscapus populations 





Population Lijiang Kunming Qiubei 
Lijiang 0.0836 0.1488 
Kunming 0.9198 0.0305 


iubei 0.8617 0.9700 
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